Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.003 Å; R factor = 0.043; wR factor = 0.124; data-to-parameter ratio = 22.6.
Related literature
For general background to and the pharmacological activity of Schiff base compounds, see: Shapiro (1998) ; Villar et al. (2004) ; Venugopal & Jayashree (2008) ; Pandey et al. (2003) ; Bhat et al. (2005) ; Wadher et al. (2009) . For related structures, see: Fun et al. (2011a,b) . For hydrogen-bond motifs, see: Bernstein et al. (1995) . For standard bond-length data, see: Allen et al. (1987) . Table 1 Hydrogen-bond geometry (Å , ).
Experimental
Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008) ; program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2009 N-substituents. Schiff base ligands may contain a variety of substituents with different electron-donating or electron-withdrawing groups and therefore may have interesting chemical properties. They have attracted particular interest due to their biological activities (Shapiro, 1998) . They have been found to posses the pharmacological activities such as antimalarial, anticancer (Villar et al., 2004) antibacterial (Venugopal & Jayashree, 2008) antifungal (Pandey et al., 2003) antitubercular (Bhat et al., 2005) , anti-inflammatory and antimicrobial (Wadher et al., 2009) properties.
In the title molecule ( Fig. 1 ), the benzene rings (C1-C6 and C8-C13) form a dihedral angle of 24.64 (11)°. The title molecule exists in trans configuration with respect to the C7═N1 bond [C7═N1 = 1.278 (2) Å]. Bond lengths (Allen et al., 1987) and angles are within normal ranges and are comparable to related structures (Fun et al., 2011a,b) . The molecular structure is stabilized by an intramolecular O1-H1O1···N1 hydrogen bond (Table 1) which generates a S(6) ring motif ( Fig.   1 , Bernstein et al., 1995) .
In the crystal packing, π-π stacking interactions between the centroid of C1-C6 (Cg1) and C8-C13 (Cg2) benzene rings, with Cg1···Cg2 i distance of 3.6893 (14) Å [symmetry code: (i) -x, -1/2+y, 3/2-z] are observed. No significant intermolecular hydrogen bonds are observed.
A mixture of salicylaldehyde (0.01 mol) and 2,4,6-trichloroaniline (0.01 mol) was dissolved in a minimum amount of ethanol, followed by addition of 2 mL glacial acetic acid. The mixture was refluxed gently for 4-5 h. The reaction was monitored by TLC. After completion of the reaction, the mixture was poured into a beaker containing crushed ice. The precipitate obtained was filtered, dried and recrystallized from ethanol. Yield: 68%, m.p. 425-426 K.
Refinement H1O1 atom was located in a difference Fourier map and refined freely [O1-H1O1 = 0.79 (3) Å]. The remaining H atoms were positioned geometrically and refined using a riding model with C-H = 0.93 Å and U iso (H) = 1.2 U eq (C). The highest residual electron density peak and the deepest hole are located at 0.93 and 0.85 Å from Cl3, respectively. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq Cl1 0.05175 (4) 0.34050 (9) (7) 0.0037 (9) C5 0.0337 (8) 0.0502 (12) 0.0379 (9) 0.0065 (8) 0.0012 (7) −0.0009 (8) C6 0.0291 (7) 0.0349 (9) 0.0396 (9) 0.0009 (7) 0.0032 (6) 0.0000 (7) C7 0.0309 (8) 0.0399 (10) 0.0411 (9) 0.0031 (7) 0.0049 (7) −0.0029 (8) C8 0.0305 (8) 0.0391 (10) 0.0460 (9) 0.0031 (7) 0.0020 (7 supplementary materials sup-6 Fig. 1 
